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A. Translocation partner genes (TPGs) B. Distribution of TPGs

1 2 3 5 6 7 89 1011 12 13 15 17 19 21 23 25 27 28 29 30 31 32 33 35 37
1] 1] 1] 1]

" 19 ¥ AF4
MLL ] | | 1123 |
i 2 3 4a 4b 4c 56 78 9 i0 i2 i4 16 18 20 22 24 25 26 2728 29 30 32 34 2%
m n n m m 4%
EPS15 b H W:H:[ IE:[ u i Iﬂ:ﬂ:ﬂ:ﬂ:ﬂ:[ i| 1:H:[ 1] 1p32 TL 5%
MLLT11 (AF1Q) [ T 1g21 L
AFF3 (LAF4) | w ' " I 2q11.2  Ins |
0o o - - 1% /
SEPT2 [ — 1 I 712937 TL
NCKIPSD [ | | =1 W= N ] 3p21  TL
n . m m . i — : . h=759+1
DCP1A || | | E] 3p21.1  TL pediatric adult
—if i i - - n=384 | n=375
EEFSEC (SELB) 3g21.3 TL ' ' |
GMPS | r I 324  TI s 1% NGz 1%
L— o7 %

2% 13%

d d d l e
I I (| N N o !
LPP [ H:H]]] 3928 L S 1% Q" 329% ! — 2%
\ 2 /e

39 | l
"=t = 14 B i I Am1n TI S \\ |
YL | IR L e ~ . T
% oz N
\ % R 1% / D/
OD

SEPT11 ' 1 = J4g211 T

AFF1 (AF4) [Gw e Bl | - =) D 4921 L —

SORBS2 (ARGBP2) | 1]: M:ﬂ]:[ﬂ:[ m]]ﬂ:[[j::ﬂ:ﬂ]:] 4935.1 Ins II: AML ALL AI\/IL
CENPK (FKSG14) [[ ' HH :] 5q12.3 Ins n=237 n=147 n=246 n=129

AFF4 (AF5Q31) [ _ : ' “ ﬁ ”| m H twjﬂ:[ [] 5q31 Ins

ARHGAP26 || | | - - I sa31  TL

SMAP1 | | | - " 1 6q13  TL

FOX03 [ M ] 6921  TL

MLLT4 (AF6) || "| W |' . : ]] 6927 TL

mecis (-] il L] e ety R TER

MLLT3 (AF9) [<i% | 1 " ”H" T 9p22 TL

DAB2IP | ]_[ N I | — =1 |' :] 9g33.2 TL

FNBP1 || "  9g34  Ins

avcs | — =i e ] 1 oe T

ABI1 [[ ' ' . ]j[ ]] 10p11.2 TL

NEBL | ” | [l 10p12 L

MLLT10 (AF10) [[ ' ' " " " T HI[HI ]] 10p12  Ins

TET1 (CXXC6) | : ] " ]_[] 10921 TL

NRIP3 | ) N ] 1 11p15.3 v
ARHGEF17 q ' Lﬂ]}]]]:[[ m [H:H:M:M ]] 119134 TL
c2co3 (] = N s | === 11a134 nv
PICALM N e | o ) 11a14 inv
MAML2 q i ﬂﬂj 11921 Inv

2!

UBE4A [ : ]:[ ]j]]: : : : : ]: : : I i 1 11923.3 Inv
ARHGEF12 | u :[H] 11923.3 Del
CBL [[ H:[ HH H Iﬂ]]j]] 11923.3 Del
BCLOL [ : : : HH : 1 11g23.3 Del (b)
TIRAP [ . I — ] 11g24.2 Del
DCPS | 1] 11q24.2 Spl
CIP29 [:HHHH | 1]: 1]: 1]12q13.2 Ins
GPHN [[ | u " ]:ﬂ:ﬂ]]]]:[ ]:ﬂj]:[[ﬂ] 149233 TL
KIAA0284 | ﬂ | :[D:E ]:Dj: : ]:D:E[:[:[ﬂ ] 14932.33 TL
CASC5 (AF15Q14) | ]:[ | m N HH | ]j | m:[[[ | H ]]15q14 TL 11
ZFYVE19 [ 1 =l N [ N ) 15914 spl
CREBBP | | ' o 1] 16p13.3 Ins
GAS7 | b 170131 TL
ACACA [ I = u | 17q12  Ins
MLLT6 (AF17) [[ :[[ T T f t: : : : | 17q12  TL
LASP1 ] N [ 117q12  TL
SEPT9 (MSF) [ _ | :[H]::ﬂ:ﬂi jj ] 17925 TL
ELL [<w% | ! I I ﬂ | 19p13.1 TL )
SH3GL1 (EEN) || " }] 19p13.3 TL o
LOC100128568 | i I 19p13.3 Ins %
MLLT1 (ENL) [Sso]] | | — | =00 19p133 TL i

ASAH3 [| H |' ]:D] 19p13.3 TL
VAV1 [[ m:[ ”| ' ]:[ ]]19p13.2 Ins
wvorr (T = W=D 19132 ML
actng | ————————————————————————————————————————— A el 19913 L

s 10
= P06-870 — 10q24 100
20

)/
‘ y
- 2
POS 9Pt 135
po812° —
ALB 140
£ o—— CACN 0
el > = pQS-llO
i — : 081160 ADARB2 5
-
' 2 2 9
-
’ ! 2
’

MAPRE1 [ I I i . ] 20q11.21 TL s
SEPT5 (PNUTL1) [ | ] ]:B:Ej: : ]:D] 22q11.21 TL

EP300 | N s | | L
FOXo4 (MLLT?7) [| | ]]Xq13.1 TL

SEPT6 '. | Xgq24  Ins

i (] O L 00 DO O o

A. All currently known TPGs are shown according to their chromosomal localization (listed from chromosome 1 to X). Gene names are given on the left, chromosomal positions are given on the right. TL = transloca-
tion; Ins = insertion; Spl = spliced fusion; Del = deletion; Inv = inversion. Dark green bars below introns or exons indicate the BCRs involved in MLL translocations. Light grey boxes: non-translated regions.

Top: MLL gene structure with the two published exon nomenlatures. Below: exon/intron structures of all known TPGs. Introns are shown in white, red or blue, depending on the specific intron type (intron type 0 =
white; intron type 1 = red; intron type 2 = blue). B. Distribution of different TPGs in pediatric and adult ALL and AML patients. Numbers indicate the amount of analyzed patients. C. Circos diagrams
(http://mkweb.bcgsc.cal/circos) of the most frequently occuring complex rearrangements involving the human genes (a) AFF1/AF4, (b) MLLT10/AF10 and (c) MLLT3/AF9, SEPT6, MLLT1/ENL and ELL. Colored lines:
green lines: in-frame fusions; red lines: out-of-frame fusions; blue lines: no partner gene present at the recombination site.
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